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***Example Report***

Patient Age/Gender: 72 years Unknown
Printed: 16-Sep-18 11:33:01

Procedur e Resul t

HBV Qnt by NAAT (I U ni) 3,200, 000
HBV Qnt by NAAT (log I U ni) 6.51 f

HBV Ont by NAAT Interp Detected *
Hepatitis B Genotype by Seq Type A

HBV Surface Antigen Miutations by Seq Not Det ect ed
HBV RT Pol ynerase Mitations by Seq Not Det ect ed

12- Sep-18 13:33:00 HBV Qnt by NAAT (log | U nl)

Hepatitis B Virus CGenotype by Sequencing will be added.

12-Sep-18 13:33: 00 HBV Ont by NAAT Interp
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| NTERPRETI VE | NFORMATI ON: HBV by Quantitative NAAT

Normal range for this assay is "Not Detected".
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The quantitative range of this assay is 1.00-9.00 log IU nL (10-1, 000,000,000 IWm).

An interpretation of "Not Detected" does not

Thi s assay shoul d not be used for blood donor screening,

rul e out the presence of
pati ent speci nen or HBV DNA concentration below the | evel of detection of the test.
shoul d be taken when interpreting any single vira

| oad determ nati on.

i nhi bitors

or for screening Human Cell, Tissues and Cellul ar Ti ssue-Based Products (HCT/P).

12-Sep-18 13:33: 00 HBV RT Pol ynerase Miutations by Seq:
| NTERPRETI VE | NFORMATI ON: HBV Genot ype by Sequenci ng

in the
Care

associ ated re-entry protocols,

Both the HBV RT pol ynerase and the HBsSAg encodi ng regi ons are sequenced. Resistance and
surface antigen nutations are reported. In addition, the najor
identified. Mitations in viral sub-popul ations bel ow 20 percent of tota

det ect ed.

Test devel oped and characteristics determ ned by ARUP Laboratories.

Statement B: arupl ab. coni CS

* Abnormal# = Corrected(C = Critical,f = FootnoteH = High,L = Low, t = Interpretive Text@ = Reference Lab

Chart ID:

HBV genotypes are

may not
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See Conpli ance
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